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The following experiment is to compare the window obtain from Meller Optic and Saint-Gobain Quartz USA.
Quartz window from Meller Optic

Spectrosil 2000 disc and Vitreosil disc from and Saint-Gobain Quartz USA.

Spectrosil 2000 disc and Vitreosil disc are 0.5 gm lighter than Melller disc.
Wavelength scans of CRP protein at 3000rpm using three different types of windows with the same protein concentration.
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Wavelength scan at 3k speed, using CRP protein for the test
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SV experiment. Buffer: Speed: 60000rpm Temp: 20c  Xla2
Quartz window, run CRP protein using 60,000 rpm speed
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Spectrosil 2000 window, run CRP protein using 60,000rpm
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Vitreosil window, run CRP protein using 60,000rpm
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The difference between above run and the run follows is that the cell was cleaned and reuse without taking the cell apart by using the flow-through cleaning method; I also use sonicator to clean the cells (Beckman Coulter, Litpak 392774, LXL/A-TB-017,April 2003).
It is difficult to get the window 100% clear because of the surface tension and I think that is where the noise coming from.
For the following run I took the cells apart to clean it and then reassembly the cells.

Wavelength scans of CRP protein at 3000rpm using three different types of windows with the same protein concentration;
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wavelength scan at 3k speed, CRP protein
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Quartz window, 60,000rpm speed
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Spectrosil 2000 window, 60,000rpm
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Vitreosil window, 60,000 rpm
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In the following experiment, I used p-450 protein and monitoring at 417nm using 3 different protein concentrations with three different type windows.
Wavelength scan from 375 to 430 nm, 3,000rpm
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Quartz,window, 1.5 uM protein
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Spectrosil window, 3uM protein

c:/workin~1/101333/00001.WA3 

Vitreosil window, 6uM protein

Wavelength scan from 375nm to 430nm, 3000rpm 
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Quartz window, 1.5uM p-450 protein, 40,000rpm
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Spectrosil 2000 window, 3uM p-450 protein, 40,000rpm
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Vtreosil window, 6uM p-450 protein, 40,000rpm
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