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  Speed =  11000

  Time   = 71914

  Temp  = 23

  V-bar  = 0.73

  Rho    = 1.006

yeast enolase,
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DOF = 76             Variance = 4.5827

Fitted Parameters:

Co                                               Offset

0.059 ( 0.054,0.064 )       0.061 ( 0.054,0.069 )

M =  86224  ( 83359, 89038 )          B =  0 ( 0,0 )

N2 =  2.00 ( 0,2.00 )         Ka2 =  1E-20 ( -46.052,0 )

N3 =  3.00 ( 0,3.00 )         Ka3 =  1E-20 ( -46.052,0 )

N4 =  4.00 ( 0,4.00 )         Ka4 =  1E-20 ( -46.052,0 )

c:/chrisf~1/chrisr~1/061400/133102/11K05SE.280

Data Set:

Model :    Self Association
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Summary: Compare 4 edited subset data from raw data 00005.ra1 using Origin vs. Segal.

	Edit Equilibrium curve
	Boundary radius region used
	MW obtained from Origin / variance

(Confidence limit)
	MW obtained from Segal / correlation


	Discrepancy@ %

	Edit 1
	6.806-7.112
	82KD / 11.8

(79-84KD)
	82 KD / 0.999876
	0

	Edit 2
	6.685-6.984
	86KD / 4.6

(83-89KD)
	87 KD / 0.999972
	-1.2

	Edit 3
	6.831-7.076
	81KD / 11.6

(77-84KD)
	83KD / 0.999018
	-2.5

	Edit 4
	6.689-6.975
	89KD / 4.1

(85-92KD)
	89KD / 0.999959
	0


@ (MW obtained from Origin  -  MW obtained from Segal) / MW obtained from Origin 

Using default rho(1.006) and v-bar(0.73) for comparison. 
Use default V-bar=0.73 , rho=1.006
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