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Example of the edited subset from Segal program:
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Edit boundary from 6.913 to 7.148 we got MW=59KD from Segal program

Selected points                   72

Mid of radial part                7.031

Mid conc                              0.472

Slope                                  0.8933

Correlation                         0.999407

MW, kD                                59.0

Example of edited subset from Beckman Origin:

SE experiment. Sample in:      Running speed: 16K    Running temp:20 0C Use XLA-
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  Speed =  16000

  Time   = 86296

  Temp  = 23

  V-bar  = 0.73

  Rho    = 1.006

MW obtained using the same edited radius region 

from  the Segal program, 6.913 to 7.148

MW=66.6 KD

2/25/03 09:37:23

Absorbance

Radius

DOF = 66             Variance = 17.09709

Fitted Parameters:

Co                                               Offset

0.035 ( 0.029,0.043 )       0.117 ( 0.103,0.130 )

M =  66620  ( 62438, 70697 )          B =  0 ( 0,0 )

N2 =  2.00 ( 0,2.00 )         Ka2 =  1E-20 ( -46.052,0 )

N3 =  3.00 ( 0,3.00 )         Ka3 =  1E-20 ( -46.052,0 )

N4 =  4.00 ( 0,4.00 )         Ka4 =  1E-20 ( -46.052,0 )

c:/xla2003/chris/013103/145021/SEGALORI.ED1

Data Set:

Model :    Self Association
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59KD from Segal and 66.6KD from origin  using exactly the same radius region. Why?

Is discrepancy of 4-14% acceptable?

Summary: Compare 4 edited subset data from raw data 00008.ra1 using Origin vs. Segal.

	Edit Equilibrium curve
	Boundary radius region used
	MW obtained from Origin / variance
	MW obtained from Segal / correlation


	Discrepancy@ %

	Edit 1
	6.913-7.148
	67 KD / 17.1
	59 KD / 0.999458
	12

	Edit 2
	6.942-7.139
	66KD / 18.3
	60 KD / 0.999504
	9

	Edit 3
	6.920-7.139
	65 KD / 17.8
	56 KD / 0.999322
	14

	Edit 4
	6.897-7.118
	56 KD / 13.1
	54 KD / 0.999435
	4


@ (MW obtained from Origin  -  MW obtained from Segal) / MW obtained from Origin 

Using default rho(1.006) and v-bar(0.73) for comparison. 
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