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Date: 8/30/02

Time: 1:05 PM

SV experiment. Sample in TK100 (no EDTA) Running speed: 50k  Running temp: 200c. Use XLA-1

Experiments were run side by side with the same instrument.

RESULT: data from  082902/160206,ra1,ra3, xla1

	Sample


	Scan chosen
	S20,w

	Control: native RNAseA
	10-29
	1.929

	
	15-34
	1.949

	
	20-39


	2.033

	Native RNAseA, old, left in RT for a few days
	10-29
	2.120

	
	15-34
	2.084

	
	20-39
	2.001


Data analysis:

	Scan chosen
	Control: native RNAseA
	Native RNAseA, old, left in RT for a few days
	(S


	Difference

(minimized)


	10-29
	1.929
	2.120
	0.191
	9.0%

	15-34
	1.949
	2.084
	0.135
	6.5%

	20-39
	2.033
	2.001
	0.032
	1.6%


	
	Control: native RNAse
	Native RNAseA, left in RT for a few days


	(S difference due to scan chosen (maximized)
	0.104 S

5.4 %
	0.119 S

5.9 %


Using these criteria:

Maximized (magnified) (S difference due to scan chosen (use a smaller number for denominator when coverted to %). Minimized (play down) the (S difference between control and the sample (use a larger number for denominator when converted to %). I conclude that there is conformational change due to exposing the sample at the room temperature for a couple days.

9.0%> 5.9%
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